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DNA CARD REVIEW Chap 16-20  ANSWERS

1. Proteins
2. Translation
3. Transfer-RNA (tRNA)
4. Protective tips on ends of chromosomes
    prevent loss of code during replication
5. RNA PROCESSING (Editing introns; alternative gene splicing, 5’ GTP cap, poly-A tail)
    NUCLEAR TRANSPORT (speed of exit)
6. Lagging strand
7. Polysomes – multiple ribosomes working on same mRNA at same time
    Nucleosomes- beadlike bundles that form when histones wrap up DNA
8. MISSENSE- changes to a different amino acid
    NONSENSE- changes to stop code/ends protein in wrong place
9.  Positions on a ribosome
10. CATABOLIC
11. Semi-conservative
12.  
13. DNA polymerase III
14. Part of spliceosomes in nucleus; recognize intron edit sites
15. leading
16. mRNA’s
17. introns
18. 
	TRANSCRIPTION

	PROKARYOTES
	EUKARYOTES

	in cytoplasm
	in nucleus

	Simultaneous w/translation
	Separate from translation

	Makes polycistronic message
	Makes monocistronic message


     
19. Poly-A tail
20. Adds to 3’ end; chain grows 5’ → 3’ direction
21. “one gene-one enzyme”
22. nucleotide
23. deoxyribose
24. promoter
25. arginine- valine-stop
26. RNAinterference (RNAi) - microRNA (miRNA)  block reading of mRNA’s
          small interfering RNA (siRNA)-tag message for degradation
      Cleavage of polypeptides to create functional proteins (ex; insulin)
      Chemical modification (add sugars, phosphates, etc)
      Transport tags – ID destination
      Ubiquitin-death tags

27. inactive
28. enzymes
29. Frameshift moves all bases after the mutation over one place. Mutations at beginning damage more of the code.
30.  No change UGG and UGC code for same amino acid
31. Can’t start a strand by itself
     Can only add nucleotides to 3’ end of an existing chain
32. Relieves strain on DNA by snipping one strand, untwisting, and rejoining strand
33. Upstream from a promoter region in eukaryotic DNA 

